Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.083; wR factor = 0.270; data-to-parameter ratio = 24.1.
In the title molecule, C 17 H 20 N 2 O 2 , the angle between the mean planes of the 3-hydroxyphenyl and cyclohexa-2,4-dien-1-one rings is 10.7 (7) . Intramolecular N-HÁ Á ÁO hydrogen bonding involving the amine H atom and the carbonyl O atom affects the conformation of the molecule. One of the ethyl arms is disordered over two conformations with occupancies of 0.766 (8) and 0.234 (8) . Crystal packing is stabilized by intermolecular C-HÁ Á ÁO hydrogen bonding between the major component of the disordered ethyl C atom and a nearby carbonyl O atom, and by O-HÁ Á ÁO hydrogen bonding between the hydroxyl H atom and the carbonyl O atom. This links the molecules into chains in an alternate inverted pattern, parallel, oblique and diagonal to the bc face of the unit cell.
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S1. Comment
Schiff bases are used as substrates in the preparation of number of industrial and biologically active compounds via ring closure, cycloaddition and replacement reactions. Some Schiff base derivatives are also known to have biological activities such as antimicrobial (El-Masry et al. 2000; Pandey et al. 1999) ; antifungal (Singh & Dash 1988; Varma et al. 1986 ); antitumor (Hodnett & Dunn 1970; Misra et al. 1981; Agarwal et al. 1983 ) and as herbicides (Samadhiya & Halve, 2001) . The crystal structures of (E)-2-hydroxy-5-methyl-3-[(4-methyl-2 pyridyl)iminomethyl] benzaldehyde (Büyükgüngör, et al. 2007) ; (E)-2-hydroxy-5-methyl-3-[(2-pyridylimino) methyl]benzaldehyde (Odabaşoğlu, et al. 2007 ); 1-(4-{[(E)-(4-diethylamino-2-hydroxy phenyl)methylene]amino}phenyl)ethanone ) and (Bohme & Fels, 2006) The angle between the mean planes of the planar 3-hydroxyphenyl and cyclohexa-2,4-dien-1-one groups of the title molecule is 10.7 (7)° Fig. 1 ). These two rings are twisted slightly about the methylene amino group with torsion angles of -9.5 (4) [C7-N1-C5-C4] and 178.9 (2) [N1-C7-C8-C9], respectively. Intramolecular N1-H1A···O2 hydrogen bonding contributes to the overall planarity of the molecule. One of the ethyl arms is disordered over two conformations which are constrained to have similar metrical parameters with occupancies of 0.234 (8) [C14A] and 0.766 (8) [C15A] respectively. Crystal packing is stabilized by intermolecular C15A-H1A···O2 and O1-H1B···O2 hydrogen bonds ( Fig   2) that link the molecules into chains in an alternate inverted pattern, which is parallel and oblique to the bc face and diagonal to the a axis of the unit cell (Fig. 2) .
S2. Experimental
A mixture of 3-aminophenol (1.09 g, 0.01 mol) and 4-(diethylamino)-2-hydroxybenzaldehyde (1.92 g, 0.01 mol) in 25 ml of absolute ethanol containing 2 drops of 4 M sulfuric acid was refluxed for about 4 h ( Fig. 3) . On cooling, the solid separated was filtered and recrystallized from acetone (m.p.: 467-473 K). The expected product was 5-(diethylamino)-2-{(E)-[(3-hydroxyphenyl)imino]methyl}phenol, but the structure observed is that of its tautomeric form, 
S3. Refinement
The C14A-C15A ethyl group was disordered over two positions A and B and the occupancy factors refined to 0.766 (8) and 0.234 (8); the two components were constrained to have similar metrical parameters. Owing to the poor diffraction qualities of the crystal, the ratio of observed to unique reflelctions is low (38%).
All H atoms were placed in calculated positions except H1A and H1B which were found in a difference map. All H atoms were refined using a riding model with O-H = 0.82 Å, N-H = 0.86 Å and C-H = 0.93 to 0.97 Å, and with U iso (H) = 1.0-1.5U eq (C,O,N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 122.6 (2) C13-C12-H12A 118.7 C16-N2-C14A 114.5 (2) O2-C13-C12 121.6 (2) C11-N2-C14B 117.8 (5) O2-C13-C8 120.00 (19) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

